possible future pandemics by achie
1. Impact on infrastructure and prepared

B Rapid adaptation and adjustment of laboratory
infrastructure to improve response and lay the
groundwork for future needs.

I Detection of new lineages and variants of SARS-CoV-2,
clades of seasonal Influenza and RSV specific genotypes
in the community to assess risk and viral circulation.

I Strengthening the capacity to manage the different
phases of virus circulation.

an integrated respiratory virus
itoring respiratory virus circulation.

interventions, such as
St cupport policy

B dentification of local transmission of specific lineages and
variants of SARS-CoV-2 (according to geographical
distribution), seasonal influenza and different RSV
genotypes.

B Evaluation of current diagnostic tests (RT-qPCR) to improve
sensitivity and specificity, contributing to early diagnosis
(and clinical management) of patients infected with new
variants of SARS-CoV-2, influenza and RSV.

B Recognition of viral mutations associated with disease
severity to optimise treatment strategies.

B Refining sequencing analysis methods for accurate and
harmonised classification of circulating viruses.
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RELECOV and
PUBLIC HEALTH

Aim: Consolidation of a Spanish national laboratory network

(RELECOV) as a sustainable and collaborative platform in

order to

) Obtain virological information on SARS-CoV-2,
Influenza and Respiratory Syncytial Virus (RSV)
variants/lineages

B Integrate genomic sequencing into Viral
Respiratory Infection (VRI) surveillance
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Importance: Rapid identification of new variants to
implement of medical countermeasures in Spain and
improve EU cooperation.

COORDINATION

The RELECOV network is coordinated by the ISCII, in
collaboration with the Health Ministry, represented by the
Alerts and Emergencies Coordination Centre (CCAES), as the
national contact point

The National Microbiology Centre (CNM-ISCIII), through the
Respiratory Virus and Influenza Reference Laboratory
(VRP-ISCINI), which is the World Health Organisation
(WHO)-National Influenza Centre in Spain, manages the
scientific-technical aspects related to sequencing

The ISCIII's Genomics and Bioinformatics Units (GU-1SCIII and
BU-ISCIIl) are directly involved:

B GU-ISCIII: Provides high-quality genomics technology
and support to the ISCIII scientific community

B BU-ISCIII: Responsible for computational genomics,
sequence analysis, structure prediction, scientific
computing and computational proteomics

THE NETWORK

The RELECOV network, launched in January 2021, consists of
49 laboratories distributed across the 17 Spanish
Autonomous Communities (CCAA) and the Autonomous
Cities of Ceuta and Melilla. The public health authorities
mainly at CCAA level, were responsible for designating the
laboratories that currently make up the network

The RELECOV laboratories provide

a European and transnational dimension
to Spain's research efforts. A key
strength of the network is its expertise

in harmonising protocols, pooling and analysing data across
Spain and Europe, and communicating results. All
laboratories are experienced in the implementation of
cutting-edge NGS sequencing methods
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By sharing protocols and integratinGe SN RUEIERIRE]
level, the response will be more effective T URUEREELE
acted in isolation.
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RELECOV should be integrated and serve public healtf
surveillance agencies at regional and national levels to
rapidly contribute to preparedness and response to future
health threats.

The purpose is to establish a national genomic surveillance
platform for VRIs, and to strengthen
international pandemic preparedness.

Currently, the RELECOV network analyses clinical specimens
from patients with Influenza-Like lliness (ILI) and Severe Acute
Respiratory Infection (SARI) according to a common protocol.
The integrated surveillance of SARS-CoV-2, seasonal Influenza
and RSV in Spain started in September 2020 with the SiVIRA
system (Integrated Respiratory Surveillance System)
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FOCUS OF
RELECOV 2.0

e Improvement of the laboratory surveillance system in Spain
through the implementation of genomic surveillance, at
regional level, for SARS-CoV-2, seasonal Influenza and RSV
infections, thanks to the progress in technical specialisation
achieved by the RELECOV network

e Consolidation of the RELECOV platform for data
management, analysis and dissemination.
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